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CRUK: Clinical Hub instructions
Background

Phase one of the CRUK Stratified Medicine programme will involve Cardiff technical hub (TH) (All Wales Molecular Genetics laboratory) receiving anonymised samples from clinical hubs (CH) based in Cardiff, Glasgow and Manchester.  These samples will be from patients with one of six cancers namely colorectal, breast, ovary, melanoma, prostate and lung.  Samples will be tested for a variety of tumour-specific molecular markers initially using a number of DNA- and FISH-based techniques, although RNA-based techniques may be introduced in the course of the programme.
This document addresses sample requirements, the labelling and transport of samples, as well as detailing how reporting is to be performed within the programme.
Sample requirements

· For each patient registered onto the CRUK programme, a blood sample and tumour material is required by the TH.  
· The tumour material should be sent in the form of tissue sections mounted on slides:
· The tissue section may be derived from a biopsy, resection or cytology material.
· The number and thickness of tissue sections required is dependent on the CRUK tests to be performed, which varies between tumour types (see table below).  
· The table below highlights sample requirements per tumour type; further detail can be found in the ‘blood/tissue section requirements’ sections that follow this table.
· The sample requirements are based on the minimum amount of sample required to perform all CRUK tests and to bank DNA.  If less than this minimum is received or in the case of poor quality or fragmented DNA/RNA being obtained, the TH may not be able to complete all CRUK tests and therefore the full set of molecular markers may not be reported and/or a DNA sample may not be banked for future studies.  In cases of minimal sample, the TH will perform as many CRUK tests as possible based on the order of test priority as defined by CRUK (see testing section later).

Sample requirements per tumour type:
	
	Blood
	Tissue sections 

(DNA/FISH-based testing indicated in brackets)

	Colorectal
	1 x 3-5ml EDTA
	1 x 5µm H&E

+

12 x 5µm or 6 x 10µM (DNA)

	Breast
	1 x 3-5ml EDTA
	1 x 5µm H&E

+

12 x 5µm or 6 x 10µM (DNA)

	Ovary
	1 x 3-5ml EDTA
	1 x 5µm H&E

+

12 x 5µm or 6 x 10µM (DNA)

	Melanoma
	1 x 3-5ml EDTA
	1 x 5µm H&E

+

12 x 5µm or 6 x 10µM (DNA)

	Prostate
	1 x 3-5ml EDTA
	1 x 5µm H&E

+

12 x 5µm or 6 x 10µM (DNA) +

3 x 4µm (FISH)*

	Lung
	1 x 3-5ml EDTA
	1 x 5µm H&E

+

12 x 5µm or 6 x 10µM (DNA) +

3 x 4µm (FISH)*


Note: sample requirements may change in the course of the programme as alternative testing methods are validated.  Any changes in sample requirements will be fully documented and passed to all CHs prior to the introduction of new testing methods.

*One potential future change is the use of RNA-based methods in place of FISH analysis.  In the event of this change, 6 x 5µm sections will be required in place of the 3 x 4µm sections required for the FISH analysis.  The slides for RNA-based analysis will need to be prepared in an RNase-free environment (see appendix 1).
Blood sample requirements
Type of sample: 

· A 1 x 3-5ml blood sample in EDTA tube needs to be sent to the TH for each CRUK patient.
Sample labelling: 
· The blood tube needs to be labelled with the:

· source sample ID (represents the 3rd region of the concatenated CRUK ID) as well as
· local patient ID (represents the 2nd region of the concatenated CRUK ID).  

Note: both of these IDs are also required on the CRUK request form (see appendix 5).

Tissue section requirements
Type of slides:

· The 1 x 5µm section must be H&E stained and mounted on a frosted, uncoated glass microscope slide with a cover slip.

· Each of the 12 x 5µm or 6 x 10µM sections (for DNA-based testing) must consist of an unstained section mounted on a frosted, uncoated glass microscope slide, with no coverslip.
· Each of the 3 x 4µm sections (for FISH-based testing) must be mounted on SuperFrost® Plus slides (Thermo Fisher Scientific).
· For future reference: each of the 6 x 5µm sections (for RNA-based testing) must consist of an unstained section mounted on a frosted, uncoated glass microscope slide, with no coverslip. These slides must be prepared in an RNase-free environment (see appendix 1).

Preparation of slides:

· If 12 x 5µM sections are cut for the DNA-based testing, 2 sections may be placed on one slide (not overlaid) if preferred.
· In order to get an accurate representation of the tumour load within a tissue section, the TH suggests that the H&E slide is produced from one of the middle tissue sections, rather than being the first or last section taken. 
· As mentioned above, the use of RNA-based testing methods in the future will require that the slides for this RNA work are prepared in an RNase-free environment (see appendix 1).  In the event of this change in process, all slides (i.e. slides for DNA, FISH and RNA work) may be prepared in this same RNase-free environment if the CHs feel that this is simpler to coordinate.  The Cardiff TH will leave this to the CH to decide upon in the event of this change in process.

Tumour assessment:
· The tumour-rich region on the H&E stained slide must be clearly circled and the % tumour nuclei within this marked region must be clearly written on the slide in solvent-resistant marker.  
Note: this information is also required on the CRUK request form (see appendix 5).
Sample labelling: 

All slides must be labelled with:

· The source sample ID (represents the 3rd component of the concatenated CRUK ID).
· ‘DNA’ or ‘FISH’ (or ‘RNA’) must also be written clearly on each slide so that the lab can process the slides accordingly.
· The thickness of section cut (due to the option of 5µM or 10µM sections for DNA-based tests).
· Slides must be numbered in relation to the order in which the tissue section/s on the slide were cut, so slide 1 contains the 1st tissue section/s to be cut.  This will assist laboratory DNA/RNA extraction processes. 
· Note: all labelling of slides should be done using a solvent-resistant marker or using etching.
Insufficient material available:

· If CHs are unable to meet the sample requirements as detailed in the table above then, for prostate and lung cancer patients, tissue sections for DNA-based work should be taken prior to the sections for FISH-based work.  This reflects the order of test priority as defined by CRUK (see testing section).
Sending samples
Specific information regarding sending bloods:

· If bloods are not sent to the TH immediately after they are taken, they should be stored at 40C (fridge) but must arrive at the TH within 1 week of being taken.
Specific information regarding sending tissue sections:

· All slides should be packaged in a slide box for safe transportation to the TH.

· For future reference: Slides for RNA-based testing should be packaged in an RNase-free slide box (i.e. box sprayed with RNaseZap® and dried – see appendix 1).  In situations where slides for DNA- and RNA-based testing are to be sent to the TH and these have been prepared in different environments (i.e. DNA slides not prepared in an RNase-free environment), these slides must be packaged in separate slide boxes.
General information regarding sending all samples:

· Prior to sending samples to the TH, an xml message should be sent from the CH to the TH.  See ‘Xml messaging between CH and TH’ section later.
· All samples must be sent to the TH accompanied by a completed CRUK request form (see later).  

· Blood samples and tumour samples from a single patient do not need to be sent to the TH together.  However, even if sent together, each sample type (i.e. blood and tumour) requires a separate completed CRUK request form.
· Samples may be sent to the TH 2-3 times a week but should not be sent on a Friday.

· A blue Royal Mail Safebox™ may be used for the dispatch of blood and tumour samples from the CH to the TH (see appendix 2).  
· Note: Alternatives to these Royal Mail boxes are available and can be used if preferred, as long as the alternative conforms to current regulations on transport of biological samples - more details.
Specific information regarding sending samples from Cardiff CH:

· If bloods are to be sent to the TH from within UHW or local areas, the normal porter system can be used as long as bloods are appropriately packaged.  Alternatively, a blue Royal Mail Safebox™ can be used for the dispatch of blood from the CH to the TH (see appendix 2), or alternative if preferred (see above).
· Slides prepared by UHW Histopathology department will be collected in accordance with our current tumour testing procedure (i.e. collection by 11am each day).  

Sample and testing information for NICE-approved tests: Glasgow and Manchester

· Glasgow and Manchester will continue to analyse and report on samples for NICE-approved tests (e.g. KRAS and EGFR).

· If sufficient sample, the slides should simultaneously be sent to Cardiff TH for analysis (see sample requirements section).  

· If limited sample, the remaining sample should be forwarded to Cardiff TH once the NICE-approved test is complete. 
· In a small number of cases the sample will be exhausted by the local lab and CRUK analysis at the TH will not be possible.
· Cardiff TH will analyse the samples received for the full set of CRUK tests including the NICE-approved test, and report to the referring clinical hub. 
· Note: if NICE-approved testing has been performed and the CH does not wish this testing to be repeated at the TH due to limited material, then this must be indicated on the CRUK request form accompanying the tumour sample.  This information can also be included in the xml message from the CH to the TH (see later).
· Cases of discordant results between the Cardiff TH and the local lab should be flagged by the CH to the TH and CRUK. These will then be investigated by the local lab and TH (these could be due to sample heterogeneity, differences in test sensitivity, QC or sample switches).

See appendix 3 for further information.

Sample and testing information for NICE-approved tests: Cardiff

· Cardiff already analyses and reports on samples for NICE-approved tests (e.g. KRAS and EGFR). 

· Any CRUK patients who are also eligible for NICE-approved testing (e.g. KRAS and EGFR) do not need further samples taken.  
· In these cases, please send an appropriately completed CRUK request form as well as an appropriately completed All Molecular Genetics Lab request form (see appendix 4) with the tumour samples.  
· The two request forms must have 2 corresponding unique patient identifiers, e.g. local patient ID (represents 2nd component of the concatenated CRUK ID) and source sample ID (represents 3rd component of the concatenated CRUK ID) in order for us to ensure quality control.  
· The NICE-approved tests will only be performed once, with the results from these tests being used for the standard clinical reporting as well as for inclusion in the CRUK research dataset.

· All NICE-approved tests will be reported to the referring clinical team as normal.
See appendix 3 for further information.

CRUK request form

· A completed CRUK request form must accompany every patient sample (see appendix 5).
· Separate completed CRUK request forms are needed for blood and tumour samples.

Where to send samples
All samples should be sent to:
All Wales Molecular Genetics laboratory

Institute of Medical Genetics,

University Hospital of Wales

Heath Park

Cardiff CF14 4XW
Xml messaging between CH and TH
· Prior to sending samples to the TH, an xml message should be sent from the CH to the TH.  

· Note that there are fields on the xml message that are optional and these fields may not be represented on the CRUK referral form.  
· At the beginning of the CRUK programme, this xml message may be sent via an email system (as an attachment) rather than through an FTP site.

· Emails containing xml messages should be sent to the following email addresses:

Hazel.ingram@wales.nhs.uk and Justyna.tull@wales.nhs.uk and laura.fares@wales.nhs,uk
Emails between TH and CH

Email re delayed sample:

· The TH will email the specified CH contact/s if a sample does not arrive within 2 days of being sent (as indicated by the xml message).  
· Note: it is not necessary for the TH to routinely inform the CH when a sample is received.
Email re no sample:

· The TH will email the specified CH contact/s if blood and tumour samples have not been received from a patient within 1 month of the first sample being received by the TH.

Testing
The following table lists the agreed tests that will be performed as part of the CRUK programme (as 22/07/2011).  These are listed in order of priority as defined by CRUK (11/08/2011).
	Tumour type
	Gene 
	
	Tumour type
	Gene 

	Colorectal
	KRAS
	
	Lung
	EGFR

	Colorectal
	BRAF
	
	Lung
	KRAS

	Colorectal
	NRAS
	
	Lung
	EML4-ALK

	Colorectal
	PIK3CA
	
	Lung
	BRAF

	Colorectal
	TP53
	
	
	

	
	
	
	
	

	Breast
	PIK3CA
	
	Ovary
	TP53

	Breast
	TP53
	
	Ovary
	PTEN

	Breast
	PTEN
	
	Ovary
	PIK3CA

	
	
	
	
	

	Prostate
	PTEN
	
	Melanoma
	BRAF

	Prostate
	TMPRSS2-ERG
	
	Melanoma
	cKIT

	
	
	
	Melanoma
	NRAS

	
	
	
	Melanoma
	PIK3CA


Reporting
· CRUK test results will be reported to the relevant CH on a patient by patient basis via an xml message.  
· Note that at the beginning of the CRUK programme, this xml message may be sent via an email system (as an attachment) rather than through an FTP site.  

· Emails containing xml messages will be sent from the THs to the specified CH contact/s.
Additional xml messaging between TH and CH
Banked DNA:

· On a monthly basis, 2 additional xml messages per CRUK patient will be sent to the CH from the TH and will detail the amount of DNA stored at the TH.  One message will contain information relating to the DNA stored from the blood sample, and one message will relate to the tumour sample.

· Note that at the beginning of the CRUK programme, this xml message may be sent via an email system (as an attachment) rather than through an FTP site.  

· Emails containing xml messages will be sent from the THs to the specified CH contact/s.
TH contacts

If you have questions about this process, please contact:

Helen Stuart (Clinical Scientist, CRUK programme) or Rachel Butler (Head of Laboratory) 

All Wales Molecular Genetics laboratory

Phone:
02920 742641   

Fax:
02920 744059

Email:
Helen.stuart@wales.nhs.uk or Rachel.butler@wales.nhs.uk
Appendix 1
Preparation of slides in an RNase-free environment:

· Slides that will be used for RNA-based assays must be prepared in an RNase-free environment, as even trace quantities of RNase can lead to degradation during RNA purification protocols.

· RNaseZap® (Ambion/Applied Biosystems) completely removes RNase contamination from glassware, plastic surfaces, countertops and pipettes.
Method:

· Clean all equipment with RNaseZap® and wipe with ethanol.
· Wipe a clean microtome blade with RNaseZap® and ethanol and place into microtome.
· Clean waterbath with RNaseZap® and fill with DEPC water.
· Wipe slides with RNaseZap® and dry. 
· Label slides with unique patient CR-UK ID and other identifiers (patient initials and DoB).
· Cut sections, discard first 3-5 sections that have been exposed to air. 
DEPC water:

1. Add 1ml of 0.1% Diethylpyrocarbonate (DEPC) to 1000ml distilled water 

2. Mix well and let set at room temperature for 1 hour 

3. Autoclave 

4. Let cool to room temperature prior to use 

Suppliers: 

· RNaseZap® (Ambion/Applied Biosystems)
		Cat#

	Product Name 

	Size 

	List Price
GBP 


		AM9780 

	RNaseZap® 

	250 ml 

	£44.90 


		AM9782 

	RNaseZap® 

	6 x 250 ml 

	£197.00 


		AM9784 

	RNaseZap® 

	4 L 

	£437.00 


		AM9780M 

	RNaseZap® w/Manual 

	250 ml 

	£44.40 


		AM9782M 

	RNaseZap® w/Manual 

	6 x 250 ml 

	£197.00 



	


Appendix 2
Royal Mail Safebox™
A blue Royal Mail Safebox™ must be used for the dispatch of blood and slides from the clinical hub to the technical hub.

· Every Safebox™ comes with pre-paid postage and address labels 
· Choose from First Class or Special Delivery™ Next Day
· On ordering, Safeboxes are delivered to you free of charge within a target turnaround of just 24 hours.


Information regarding purchasing these boxes can be obtained from the Royal Mail website http://www2.royalmail.com/delivery/business-delivery-options-uk/safebox and is also shown below.
By Phone
To buy or to request a Safebox™ safe and sound information booklet, call our dedicated Safebox™ order line on 08457 782 677. Lines are open 8am to 6pm Monday to Friday.
By Post
Download the application form from the document library and post it to: 
Royal Mail, FREEPOST SCO6274, 21 South Gyle Crescent, EDINBURGH 
By Fax
Download the application form from the document library and fax it to us on 0131 316 7118

Appendix 3

CRUK SM project: NICE-approved diagnostic tests
Summary of recommendation:
When clinical hubs are not collocated with their technical hub (Edin., Leeds, Cambr., Glas., Manch.), any NICE approved testing should be done by the clinical hub’s usual testing lab and paid for through NHS budgets. If there is sufficient remaining tissue, the patient may be consented and enrolled into the Stratified Medicine programme in which case the technical hub will do the full set of tests. This means that for these patients, 2 results will be available for the NICE indicated mutations.

When clinical hubs are collocated with their technical hub (Cardiff/ICR) and the clinical hubs are satisfied with the quality/turnaround of the testing, they may use the Stratified Medicine programme funds to pay for and deliver  NICE approved testing as part of the Stratified Medicine panel of tests. We will need to set up clear legal structures so that CRUK is not liable for any issues with the test but has access to the data as with a non-NICE indicated test. 

Issues: 

KRAS and EGFR tests currently NICE approved for certain cases, which means that they are funded in the NHS and delivered by local labs. Other tests (ALK, BRAF) may become approved during duration of the project. For these tests:

1. Clinically reported result will be required for patient treatment

2. Clinical result may required more rapidly than CRUK TH labs will report results

3. Samples may be too small for two sets of lab tests (for e.g. NSCLC)

4. Tests are funded in the NHS – no need to duplicate as we don’t want to pay twice for testing

5. We don’t want to destabilize existing NHS labs providing services by offering these “free” in CRUK TH labs

6. We want to move to a standard panel test, and not drop NICE-approved mutations in and out

Proposed solution
Clinical hubs who are not collocated with their technical hub:

Local labs should continue to analyse and report on samples for NICE-approved tests.

If sufficient sample, the slides/scroll should simultaneously be sent to the TH for analysis. Alternatively the remaining sample should be forwarded to the TH once the NICE-approved test is complete. (In these cases the reporting time for CRUK TH analysis will only start from when the sample is sent from the CH). 

In a small number of cases the sample will be exhausted by the local lab and CRUK SM analysis will not be possible.

To accommodate the analytical requirements of the full set of markers, the samples forwarded to the THs should be the same samples agreed with the THs per tumour type (e.g. marked-up slides, or blocks), and not DNA samples. 

The TH will analyse these samples for the full set of tumour type markers including the NICE-approved test, and report to the referring CH. Cases of discordant results between the TH and local lab should be flagged by the CH to the TH and CRUK. These will then be investigated by the local lab and TH (these could be due to sample heterogeneity, differences in test sensitivity, QC or sample switches).

NB Leeds CH is not sending colorectal or lung samples so this is not an issue for them to begin with.

Clinical hubs who are collocated with their technical hub

Cardiff and Royal Marsden CHs: NICE-approved tests will already be analysed and reported from within local THs. For these cases, the NICE approved tests will not be repeated as standalone tests for SM but the data will be included in the research dataset. In future, when panel testing is in operation, the CHs may agree with the collocated TH that the panel test is of an acceptable quality and turnaround, meaning that the SM programme will effectively pay for the NICE approved tests. If the TH has a funding agreement in place for this testing, this should be discussed with CRUK to avoid the TH being paid twice for this.

Appendix 4

	Cardiff and Vale University Health Board
	Revision: 3.0
	Filename:  LF-MGN-TReqKRAS

	Institute of Medical Genetics
	Author: Rachel Butler
	Authorized by: Rachel Butler

	Molecular Genetics Laboratory
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Request for KRAS gene analysis of mCRC tumour sample

All Wales Molecular Genetics Laboratory
	This section to be completed by referring clinician and sent to the histopathology laboratory where the sample is stored

	Patient forename

	Surname
	Hospital
	Consultant



	Address

Postcode
	Date of birth


	Requested by



	
	Sex
	Report by   email (Wales only)  □      

                   Fax                         □

	Hospital number


	Email address or fax number         

	NHS number

(or affix addressogram)
	Date requested


	Funding for requested analysis

(tests will not be undertaken if this is not stated)

	1.  Patient meets NICE guidelines (TA176)   (first line treatment of patients with metastatic colorectal 
        cancer  with liver metastases confined to the liver) – the referring clinician/Trust will be invoiced                                 □

	2. 1st line mCRC NHS patients who do not meet NICE guidance, TA176

       2nd / 3rd line mCRC patients, exceptional case funding patients, self-funding patients, “top-up” patients
       Merck Serono will be invoiced for these patients                                                                                                             □

	3.  Private patient   (please quote insurance no.)                                                                                                         □

	4.  Other    (please specify)                                                                                                                                                 □

	Please note: KRAS mutation testing relies on sampling tumour tissue only


	This section to be completed by Histopathology / Cytology and sent to:  

                          All Wales Molecular Genetics Laboratory,

                          Institute of Medical Genetics, University Hospital of Wales,

                          Heath Park, Cardiff CF14 4XW
Laboratory contact details for enquiries:
Phone - 02920 742641    Email - Laz.lazarou@wales.nhs.uk or linda.meredith@wales.nhs.uk

	Pathologist


	Pathology Hospital


	Block number

	Sampling method and biopsy type 


	Fixation method and duration in fixative


	Date block sent to Molecular Genetics


	Please  provide            4 x 10 micron air dried sections mounted on slides

                                                   1 x 5 micron H&E stained slide with tumour area highlighted 

Please state the approximate % tumour nuclei present in the H&E highlighted tumour area  _____ %
Samples should be dispatched as soon as possible as the patient’s treatment is dependent upon the molecular analysis. The block and a copy of the molecular report will be returned to you once the analysis is complete. 

	Molecular Genetics
	

	Date request activated (Mol Gen)

	Laboratory number(s)

	Cardiff and Vale University Health Board
	Revision: 4.1
	Filename:  LF-MGN-TReqEGFR

	Institute of Medical Genetics
	Author: Rachel Butler
	Authorized by: Rachel Butler

	Molecular Genetics Laboratory
	Date of issue: 22/06/2011
	Page: 10 of 1


Request for EGFR gene analysis of NSCLC tumour sample

All Wales Molecular Genetics Laboratory

	Patient forename

	Surname
	
	Lead Consultant



	Date of Birth
	Sex
	Hospital 
	Requested by

	Address

Postcode
	Hospital number
	Report to:   Oncologist                       □
Email address (Wales only) or fax number
__________________________________

                   Pathologist                      □  
Email address (Wales only) or fax number
__________________________________

                   MDT Co-ordinator           □  
Email address (Wales only) or fax number


	
	NHS Number (or affix addressogram)
Alternative Hospital number
	

	
	 Date requested
	

	Please note: EGFR mutation testing relies on sampling tumour tissue only



	Pathologist


	Pathology Hospital


	Block number

	Sampling method and biopsy type 


	Fixation method and duration in fixative 
	Date block sent to Molecular Genetics

	Please provide            4 x 10 micron air dried sections mounted on slides

                                                  1 x 5 micron H&E stained slide with tumour area highlighted                                              
Please state the approximate % tumour nuclei present in the H&E highlighted tumour area   _____ %

OR                                               Cytology sample (e.g. lung aspirates, bronchial brushings)    _____ %
Samples should be dispatched as soon as possible as the patient’s treatment is dependent upon the molecular analysis. The block and a copy of the molecular report will be returned to you once the analysis is complete. 



	Molecular Genetics
	

	Date request activated (Mol Gen)

	Laboratory number(s)

	Funding for requested analysis

(tests will not be undertaken if this is not stated)

	1.  Welsh NHS patient                                                                                                                                  □

	2.  Other   (please specify funding source or insurance number)                                                                         □    

	Please complete this form and send with the sample to:

                          All Wales Molecular Genetics Laboratory,

                          Institute of Medical Genetics, University Hospital of Wales,

                          Heath Park, Cardiff CF14 4XW
Laboratory contact details for enquiries:
Phone - 02920 742641    Email - Laz.lazarou@wales.nhs.uk or rhianedd.thompson@wales.nhs.uk


Appendix 5
Request for analysis of samples for CRUK Stratified Medicine Project
All Wales Molecular Genetics Laboratory
	Hospital org code

	Local patient ID 


	Source sample ID


	Secondary local patient ID

	Note: the first 3 IDs above form the CRUK ID when concatenated

	Clinical Hub – tick as appropriate
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	Tumour type – tick as appropriate

[image: image2.png][ Breast

[ colorectal
[ Lung

[ Metanoma
[ ovarian
[ Prostate




	Sample provided 

– tick as appropriate


[image: image3.png][ Blood
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	Histological sub-type of tumour


	Date sample sent

	For tumour tissue:

Please state the approximate % tumour nuclei present in the ringed tumour area on the H&E stained slide
Note: this information should also be written on the H&E stained slide                                                                    %  

	Sampling method – tick as appropriate

[image: image4.png][ iopsy
[] Resection
[ cytology





	Tumour information – tick if appropriate


[image: image5.png][ Necrotic
(] Other {please state)





	Time sample leaves body
	Temp stored before fixation
	Fixation method

	Time and date sample put in fixative
	Total fixation time 
	Fixation time prior to trim (resections only)


	Deviations from SOP (please state)


	Any additional notes on sample being sent e.g. if limited tissue sections (please state)



	Please complete this form and send with the appropriate sample to:
                          All Wales Molecular Genetics Laboratory,

                          Institute of Medical Genetics, University Hospital of Wales,

                          Heath Park, Cardiff CF14 4XW

Laboratory contact details for enquiries: 
Phone – 02920 742641   

Email – Helen.stuart@wales.nhs.uk or Rhianedd.thompson@wales.nhs.uk or Rachel.butler@wales.nhs.uk
Please complete a separate form for blood and tumour samples
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