CRUK Stratified Medicine programme

Local histology

Tissue samples arrive in histology with a copy of the WCB consent form or WCB form giving consent details.

SMP eligible (must have a WCB consent):

Swansea – 
Breast, prostate, lung, ovarian, metastatic melanoma (lymph node resections)

Cardiff – 
Breast, colorectal, prostate, lung, ovarian

Newport – 
Colorectal, prostate, lung
Once a cancer diagnosis is confirmed a diagnostic block should be identified for SMP

Complete ‘Request for analysis’ form (see Appendix A):

Hospital org code
=   First five alphanumeric characters of WCB barcode






Swansea (Singleton or Morriston) - RVCC4






Newport - RVFAR






Cardiff (UHW, Llandough or Velindre) - RWMBV

Local patient ID 
=   W number (eight alphanumeric characters, starts with a W  

                                             and ends with a letter)
Source sample ID 
=   Local histology number, to include block number 
· Tick ‘Cardiff’ for Clinical hub

· Tick appropriate tumour type

· Tick ‘tumour tissue – slides’

· Insert details on histological sub-type of tumour

· Insert  date
· Complete details on sampling methods, including fixation details

Send diagnostic block and request for analysis form to Cardiff histology dept via inter hospital van.  Address packages to:
Surgical Laboratory 

(CRUK: SMP)

Department of Cellular Pathology

University Hospital of Wales 

Heath Park

Cardiff

CF14 4XW

Send email message to confirm sample dispatch (see Appendix B) to: Dilwyn.Havard@wales.nhs.uk, Hussana.Khanom@wales.nhs.uk, Stephen.Davies6@wales.nhs.uk, Tracey.Henderson2@wales.nhs.uk and Andrew.Coombes@wales.nhs.uk  
NB.  Block will be returned within 48 (working) hours of receipt in Cardiff

Cardiff histology
Receive blocks and request for analysis forms from Swansea, Newport and Cardiff labs for onward processing.  Reply to dispatch email to acknowledge receipt (see Appendix B).
· Cut and slide mount appropriate number of unstained sections (12 x 5µm or 6 x 10µm plus prostate and lung samples require an additional 3 x 4µm sections for FISH).  
· Cut and stain H&E slide (from middle of tissue sections) to accompany sections to technology hub.  

· Mark slides with:

· Concatenated ID numbers, eg. RWMBV W12345T S110011952
·  ‘DNA’ or ‘FISH’

· Thickness of section (5 µm or 10 µm, or 4µm for FISH)

· Number, in relation to the order in which the section on the slide was cut (ie. first section cut labelled 1 etc)

· Mark and assess % tumour nuclei in a given area on H&E slide.  Write % on slide
· Complete % tumour information on ‘request for analysis form’
· Send xml message to technology hub to laura.fares@wales.nhs.uk , Justyna.tull@wales.nhs.uk and  Hazel.ingram@wales.nhs.uk 
· Sections and completed ‘request for analysis form’ to be picked up daily at 11am by technology hub staff
· Return diagnostic block to originating histology department via van within 48 hours of original receipt.  Reply to original dispatch email to inform centre of block return (see Appendix B).
WCB local sites – blood samples
Consent patients as normal.  Annotate consent form/usual histology request form with ‘SMP’ and ISCO W number for histology reference
SMP eligible:

Swansea – 
Breast, prostate, lung, ovarian, melanoma (lymph node resections)

Cardiff – 
Breast, colorectal, prostate, lung, ovarian

Newport – 
Colorectal, prostate, lung
Take 2 x EDTA samples.  Freeze one for WCB as normal, do NOT freeze second tube, unless the cancer diagnosis is uncertain.  Label both tubes with usual WCB barcode label, put write S, N or C after number on SMP sample.  If the cancer diagnosis is uncertain, freeze the potential SMP blood sample until such time as a malignant diagnosis is confirmed.  Once the diagnosis is confirmed, defrost the blood sample and send to Genetics, inserting a comment on the ‘request for analysis’ form to flag that the blood has been frozen.

Create both samples on the WCB database as normal, in usual EDTA storage.  The SMP blood sample should be logged out of WCB database as an external shipment to project 11/003 when it is sent to Genetics (normally immediately).  Keep the shipment manifest for your records.
Complete ‘Request for analysis’ form:

Hospital ID  

=   First five alphanumeric characters of WCB barcode






Swansea (Singleton or Morriston) - RVCC4






Newport - RVFAR






Cardiff (UHW, Llandough or Velindre) - RWMBV

Local patient ID 
=   W number (from ISCO)
Source sample ID 
=   Next seven numbers of WCB barcode with S, N or C, eg.  




      0001174N 
· Tick ‘Cardiff’ for Clinical hub

· Tick appropriate tumour type

· Tick ‘blood’

· Insert date

Send xml message (see Appendix C) to technology hub to laura.fares@wales.nhs.uk , Justyna.tull@wales.nhs.uk  and Hazel.ingram@wales.nhs.uk
Cardiff (UHW) blood samples to be transferred to histology department with completed ‘Request for analysis form’ for refrigeration prior to transfer to Genetics.
Swansea, Newport and Velindre - Send blood sample, with completed ‘Request for analysis form’ via Royal Mail safebox to:

CRUK SMP

All Wales Molecular Genetics Laboratory

Institute of Medical Genetics

University Hospital of Wales

Heath Park, Cardiff, CF14 4XW

NB.  Do not post on a Friday, keep at 4oC until Monday.

Appendix A
	Hospital org code


	Local patient ID 


	Source sample ID


	Secondary local patient ID

	Note: the first 3 IDs above form the CRUK ID when concatenated

	Clinical Hub – tick as appropriate


[image: image1.png][IcarDIFF
[leLasGow
[CJMANCHESTER




	Tumour type – tick as appropriate


[image: image2.png][ Breast

[ colorectal
[ Lung

[ Metanoma
[ ovarian
[ Prostate




	Sample provided 

– tick as appropriate


[image: image3.png][ Blood

[ Tumour tissue - slides





	Histological sub-type of tumour


	Date sample sent

	For tumour tissue:

Please state the approximate % tumour nuclei present in the ringed tumour area on the H&E stained slide

Note: this information should also be written on the H&E stained slide                                                                    %  

	Sampling method – tick as appropriate


[image: image4.png][ iopsy
[] Resection
[ cytology





	Tumour information – tick if appropriate


[image: image5.png][ Necrotic
(] Other {please state)





	Time sample leaves body
	Temp stored before fixation
	Fixation method
	Time and date sample put in fixative 
	Total fixation time

	Fixation time prior to trim (resections only)


	Deviations from SOP (please state)



	Any additional notes on sample being sent e.g. if limited tissue sections (please state)



	Please complete this form and send with the appropriate sample to:
                          All Wales Molecular Genetics Laboratory,

                          Institute of Medical Genetics, University Hospital of Wales,

                          Heath Park, Cardiff CF14 4XW

Laboratory contact details for enquiries: 

Phone – 02920 742641   

Email – Helen.stuart@wales.nhs.uk or Rhianedd.thompson@wales.nhs.uk or Rachel.butler@wales.nhs.uk
Please complete a separate form for blood and tumour samples


Request for analysis of samples for CRUK Stratified Medicine Project
All Wales Molecular Genetics Laboratory
Appendix B
Emails between Swansea, Newport and Cardiff to inform of block dispatch/receipt
1.
Swansea and Newport email Cardiff histology when sending a block for SMP

· In subject line of email put ‘CRUK SMP block (centre name) – xxxxxxx’  

(where ‘xxxxxxx’ is the histology number and centre name is either Swansea or Newport)

· In body of email put centre name followed by histology number and date put on van

· Send email to: Dilwyn.Havard@wales.nhs.uk, Hussana.Khanom@wales.nhs.uk, Stephen.Davies6@wales.nhs.uk, Tracey.Henderson2@wales.nhs.uk and Andrew.Coombes@wales.nhs.uk
2.
Cardiff histology acknowledge receipt of block

· Reply to original email containing the histology number in the subject 

· In body of email put ‘received’ and the date the block was received in Cardiff histology

3.
Cardiff histology inform Swansea and Newport of return of block

· Reply to original email containing the histology number in the subject line.  

· In body of email put centre name followed by histology number and date put on van
Appendix C
How to generate an xml message (for nurses sending bloods)
Save ‘request map’ excel file to your computer.  This will be used as a template to generate each xml message.  You do NOT need to save the excel file each time.  Suggest you create an SMP folder on your computer and within that folder create folders for each calendar month.  The xml messages can then be saved into the folder for the relevant month in which they were sent.

Send a separate xml message for each sample set (ie. one xml per sample)

To generate the xml message:

· Open excel ‘request map’ spreadsheet
· Complete details in row 2 for the sample you are sending.  Complete columns A, B, C, E, F, G and Q

· Column A is always ‘Cardiff’

· Column B is the ‘hospital id’ as above, eg. RVFAR, RVCC4 or RWMBV

· Column C is the ‘local patient id’ as above, eg. W number from ISCO

· Column E is the ‘source sample id’ as above, eg. WCB number plus S, N or C

· Column F is always ‘blood’

· Column G is the relevant tumour type 

· Column Q is the date you are sending the sample (do not send on a Friday, put in fridge and send on following Monday)

· Click ‘save as’
· In the ‘file name’ box, delete ‘request map’ and insert the date (YYYY-MM-DD) followed by the full number of the sample, eg. 20110926 RVCC4W54321J0002687S
· In the ‘save as type’ box, click on the down arrow on the right hand side of the box and scroll down until you get to ‘xml data (*.xml)’ and click on that.  The file extension in the ‘file name’ box will now change to .xml

· Click ‘save’.  You will probably get a message saying it will result in a loss of features such as formatting – that’s ok, just click ‘continue’
· Close excel spreadsheet.  You will get a message asking if you want to save the changes to the xml, click ‘no’ and it will shut down (it has already automatically saved).

· The xml message will then have saved in the same folder where you’ve saved the ‘request map’ excel spreadsheet.  You can then drag it into the relevant month folder

· Attach the relevant xml message to an email (ie. the one with the details for the sample you are sending) and send to these 3 people:

laura.fares@wales.nhs.uk
Justyna.tull@wales.nhs.uk
Hazel.ingram@wales.nhs.uk 
· In the email subject line put ‘CRUK SMP blood’ followed by the full number of the sample, ie. RVCC4W54321J0002687S

Appendix D

Notes for SMP numbering from Cardiff clinical hub

Hospital org code

=   First five alphanumeric characters 







RVCC4 - Swansea (Singleton or Morriston) 







RVFAR -  Newport 







RWMBV -  Cardiff (UHW, Llandough or Velindre) 

Local patient ID 

=   Eight alphanumeric characters, starts with a
      W and ends with a letter (eg. W123456T)

Source sample ID on tissue
=   Local histology number eg. S110011952, 11.12177,  


      MH1155555A2

Source sample ID on blood 
=   Seven numbers followed by S, N or C (usually starts 

       
     with zeros, eg. 0001345N)


Examples:

Blood (on request form)




Tissue

RVCC4W123456T0002159S




RVCC4W123456TMH1165432A2

RVFARW006948L0001846N




RVFARW006948L11.35947

RWBMVW268769S0001978C




RWBMVW268769SS110016987
NB.  Blood tube labels will have the first and third identifiers only, eg.  RVCC4 0002159S, RWMBV 0001487C, RVFAR 0000974N

Concatenated number breaks into the 3 identifiers as below, first ‘break’ before the W, second ‘break’ after the first letter that follows the numbers after the W.  

Hospital org:  5 characters    Local patient id: 8 characters     Source sample id:  8-11 characters 
RVCC4 W123456T 0002159S




RWMBV W268769S S110016987
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